Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.038; wR factor = 0.109; data-to-parameter ratio = 9.3. Bruker (2004). APEX2 and SAINT.
In the crystal structure of the title Schiff base, C 20 H 25 N 3 O 2 , the salicylaldimine groups at each end of the molecule are essentially planar and make a dihedral angle of 84.94 (3) with each other. There are strong intramolecular O-HÁ Á ÁN hydrogen bonds and a weak intermolecular N-HÁ Á ÁO hydrogen bond.
Related literature
For related literature, see: Rodriguez de Barbarin et al. (1994) .
Experimental
Crystal data Mo K radiation = 0.08 mm À1 T = 296 (2) K 0.34 Â 0.32 Â 0.28 mm
Data collection
Bruker APEXII area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.970, T max = 0.981 14593 measured reflections 2125 independent reflections 1867 reflections with I > 2(I) R int = 0.031 Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.108 S = 1.07 2125 reflections 228 parameters 1 restraint H-atom parameters constrained Á max = 0.15 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Comment
It was reported that zinc coordinated by phenolate groups in a Schiff-base ligand can act as a nucleophile to catalyze ester hydrolysis (Rodriguez de Barbarin et al., 1994) . These results promoted us to investigate linear amine-phenol ligands obtained by reducing Schiff bases, which have greater flexibility, better water solubility and more inertness to hydrolytic decomposition than corresponding Schiff bases. While a number of their complexes with transition metals and main group metals have been reported, the crystal structures of these Schiff-base ligands remain relatively unexplored. So we present here the crystal structure of the title compound, N,N'-bis(5-methylsalicylidene)-1,5-diamino-3-azapentane, (I).
The molecular structure of (I) is illustrated in Fig. 1 . Compound (I) is a typical salicylaldehyde schiff derivative with normal geometric parameters. The two pendant moieties attached to the ends of the C-C-N-C-C backbone adopt a cis conformation. The N3 atom exhibits tetrahedral sp 3 hybridization, whereas the two amide N atoms display planar sp 2 hybridization. The C8-N1 and C13-N2 bonds show the expected double-bond character. In our case, the salicylaldimine moiety is nearly planar. The dihedral angle between the salicylaldimine groups is 84.94 (3)°. The crystal structure of (I) is stabilized by intramolecular O-H···N hydrogen bonds and an intermolecular N-H···O hydrogen bond (Table 1) .
Experimental N-(2-aminoethyl)ethane-1,2-diamine (0.01 mol, 1.03 g) and 2-hydroxy-5-methylbenzaldehyde (0.02 mol, 2.72 g) were dissolved in ethanol and the solution was refluxed for 1 h. After evaporation, a crude product was recrystallized twice from ethanol to give a pure yellow product. Yield: 80.5%. Calcd. for C 20 H 25 N 3 O 2 : C 70. 77, H 7.42, N 12.38; Found: C 71.02, H 7.47, N 12.27% .
Refinement
All H atoms were located from a difference Fourier map. Then H atoms were placed in geometrically idealized positions (C-H = 0.93-0.97 Å, O-H = 0.82 Å and N-H = 0.86 Å) and constrained to ride on their parent atoms, with U iso (H) = 1.2U eq (C, N) or 1.5U eq (O). In the absence of significant anomalous scattering effects, Friedel pairs have been merged. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. supplementary materials sup-7 Fig. 1 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

